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A corrigendum on
Comparative Genomics of the Zoonotic Pathogen Ehrlichia chaffeensisReveals Candidate Type
IV Effectors and Putative Host Cell Targets
by Noroy, C., and Meyer, D. F. (2017). Front. Cell. Infect. Microbiol. 6:204.
doi: 10.3389/fcimb.2016.00204
In the original article, there was a mistake in the legend for Table 1 as published. The citation of the
Ehrlichia chaffeensis GSCID genomic project was missing. The correct legend appears below. The
authors apologize for this error and state that this does not change the scientific conclusions of the
article in any way.
TABLE 1 | Main biological and genetic characteristics of the eight Ehrlichia chaffeensis
strains analyzed. Adapted from Rikihisa et al. (2011).
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